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ENTERED 



<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<221> 
<222> 
<221> 
<222> 



ORGANISM 
FEATURE : 
NAME/KEY 
LOCATION 
NAME/KEY 
LOCATION 
NAME/KEY 
LOCATION 



B. lichen if ormis 



<400> SEQUENCE 



sig_peptide 
(334) . . . (420) 
mat_peptide 
(421) . . . (1869) 
CDS 

(334) . . . (1869) 
1 

cggaagattg gaagtacaaa aataagcaaa agattgtcaa tcatgtcatg agccatgcgg 
gagacggaaa aatcgtctta atgcacgata tttatgcaac gttcgcagat gctgctgaag 
agattattaa aaagctgaaa gcaaaaggct atcaattggt aactgtatct cagcttgaag 
aagtgaagaa gcagagaggc tattgaataa atgagtagaa gcgccatatc ggcgcttttc 
ttttggaaga aaatataggg aaaatggtac ttgttaaaaa ttcggaatat ttatacaaca 
tcatatgttt cacattgaaa ggggaggaga ate atg aaa caa caa aaa egg ctt 

Met Lys Gin Gin Lys Arg Leu 
-25 



60 
120 
180 
240 
300 
354 



48 


tac 


gcc 


cga 


ttg 


ctg 


acg 


ctg 


tta 


ttt 


gcg 


etc 


ate 


ttc 


ttg 


ctg 


cct 


402 


49 


Tyr 


Ala 


Arg 


Leu 


Leu 


Thr 


Leu 


Leu 


Phe 


Ala 


Leu 


He 


Phe 


Leu 


Leu 


Pro 




50 






-20 










-15 










-10 










52 


cat 


tct 


gca 


gca 


gcg 


gcg 


gca 


aat 


ctt 


aat 


ggg 


acg 


ctg 


atg 


cag 


tat 


450 


53 


His 


Ser 


Ala 


Ala 


Ala 


Ala 


Ala 


Asn 


Leu 


Asn 


Gly 


Thr 


Leu 


Met 


Gin 


Tyr 




54 




-5 










1 








5 










10 




56 


ttt 


gaa 


tgg 


tac 


atg 


ccc 


aat 


gac 


ggc 


caa 


cat 


tgg 


agg 


cgt 


ttg 


caa 


498 


57 


Phe 


Glu 


Trp 


Tyr 


Met 


Pro 


Asn 


Asp 


Gly 


Gin 


His 


Trp 


Arg 


Arg 


Leu 


Gin 




58 










15 










20 










25 






60 


aac 


gac 


teg 


gca 


tat 


ttg 


get 


gaa 


cac 


ggt 


att 


act 


gcc 


gtc 


tgg 


att 


546 


61 


Asn 


Asp 


Ser 


Ala 


Tyr 


Leu 


Ala 


Glu 


His 


Gly 


lie 


Thr 


Ala 


Val 


Trp 


He 




62 








30 










35 










40 








64 


ccc 


ccg 


gca 


tat 


aag 


gga 


acg 


age 


caa 


gcg 


gat 


gtg 


ggc 


tac 


ggt 


get 


594 


65 


Pro 


Pro 


Ala 


Tyr 


Lys 


Gly 


Thr 


Ser 


Gin 


Ala 


Asp 


Val 


Gly 


Tyr 


Gly 


Ala 




66 






45 










50 










55 










68 


tac 


gac 


ctt 


tat 


gat 


tta 


ggg 


gag 


ttt 


cat 


caa 


aaa 


ggg 


acg 


gtt 


egg 


642 
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69 


Tvr 


Asp 


Leu 


Tvr 


Asp 


Leu 


Glv 


Glu 


Phe 


His 


Gin 


Lys 


Glv 


Thr 


Val 


Arg 




70 




60 










65 










70 












72 




aag 


tac 


crcrc 


aca 


aaa 


ocra 


aaa 
y a y 


eta 


caa 


tct 


aca 
y ^y 


ate 


aaa 


agt 


ctt 


690 


73, 


Thr 


Lys 


Tvr 


Glv 


Thr 


Lys 


Glv 


Glu 


Leu 


Gin 


Ser 


Ala 


lie 


Lys 


Ser 


Leu 




74 


75 










80 










85 










90 




76 


cat 


tec 


cgc 


crac 


att 


aac 


qtt 


tac 


aaa 


aat 


ata 


ate 


ate 


aac 


cac 


aaa 


738 


77 


His 


Ser 


Arg 


Asp 


lie 


Asn 


Val 


Tvr 


Glv 


Asp 


Val 


Val 


lie 


Asn 


His 


Lys 




78 










95 










100 










105 






80 


oac 




0Ct 


gat 


aca 


acc 


gaa . 


aat 


ata 


acc 


aca 
y y 


att 


gaa 


ate 


aat 

y a. i_ 


ccc 


786 


81 


Glv 


Glv 


Ala 


Asp 


Ala 


Thr 


Glu 


Asp 


Val 


Thr 


Ala 


Val 


Glu 


Val 


Asp 


Pro 




82 








110 










115 










120 








84 


act 
y 


gac 


cgc 


aac 


cgc 


ata 


att 


tea 


aaa 
yy a 


gaa 


cac 


eta 


att 


aaa 


gec 


taa 
L yy 


834 


85 


Ala 


Asp 


Arg 


Asn 


Arg 


Val 


lie 


Ser 


Glv 


Glu 


His 


Leu 


lie 


Lys 


Ala 


Trn 
xx p 




86 






125 










130 










135 










88 


aca 


cat 


ttt 


cat 


ttt 


ccg 




cgc 


GGC 

yy^ 


age 


aea 


tac 


age 


gat 


ttt 


aaa 


882 


89 


Thr 


His 


Phe 


His 


Phe 


Pro 


Glv 


Arg 


Glv 


Ser 


Thr 


Tvr 
xyx 


Ser 


Asp 


Phe 


Lys 




90 




140 










14 5 










150 












92 


tcrcr 


cat 


tcrcr 


tac 


cat 


ttt 


gac 


aaa 


acc 


gat 


taa 
<-y y 


gac 


aaa 
y a y 


tec 


cga 


aag 


930 


93 


Trn 


His 


Trn 


Tvr 
xy j. 


His 


Phe 


Asp 


Gl V 


Thr 


Asp 


xxp 


Asp 


Glu 


Ser 


Arg 


Lys 




94 


155 










160 










165 










X / \J 




96 


eta 


aac 


cgc 


ate 


tat 


aag 


ttt 


caa 


yy a 


aag 


apt 
y ^ u 


i_y y 


gat 


t OCT 

uy y 


gaa 


att 
y ll 


978 


97 


Leu 


Asn 


Arg 


lie 


xy x 


Lys 


Phe 


Gin 


Gly 


Lys 


Ala 


xx p 


Asp 


ixp 


Glu 


Val 




98 










175 










180 










185 






100 


tec 


aat 


gaa 


aac 




aac 


tat 


gat 


tat 


tta 


atg 


tat 


gec 


gac 


ate 


gat 


1026 


101 


Ser 


Asn 


Glu 


Asn 


Glv 


Asn 


Tvr 
± y x 


Asp 


Tvr 
xyx 


Leu 


Met 


Tvr 
xy x 


Ala 


Asp 


lie 


Asp 




102 








190 










195 










200 








104 


tat 


gac 


cat 


cct 


gat 


crt c 

y L - k - 


gca 


gca 


gaa 


att 


aag 


aga 


1" OCT 

uy y 


one 

yy 


act 


uy y 


1074 


105 


xyx 


Asp 


His 


Pro 


Asp 


Val 


Ala 


Ala 


Ol U 


x ic 


Lys 


Arg 


irp 


oxy 


X I IX 


Trr» 

irp 




106 






205 










210 










215 










108 


tat 


gec 


aat 


gaa 


^ uy 


caa 




gac 


yy u 


ttc 


^y u 


ctt 


gat 


y L 


rr t" r» 


aaa 


1122 


109 


xyx 


Ala 




Glu 




Gin 


Leu 


Asp 


m v 


Xr Jit: 


Ar g 


Leu 


Asp 


r\Xcl 


Vdl 


Lys 




110 




220 










225 










230 












112 


cac 


att 


aaa 


ttt 


tct 


ttt 


tta 


caa 


gat 


1" aa 
u yy 


att 


aat 


cat 


y 


a.y y 


gaa 


1170 


113 


His 


lie 


Lys 


Phe 


Ser 


Phe 


Leu 


Arg 


Asp 


Trn 


Val 


Asn 


His 


Val 


Arg 


Glu 




114 


235 










240 










24 5 










250 




116 


aaa 


acg 




aag 


gaa 


atg 


ttt 


acg 


gta 




gaa 


tat 


*-y y 


cag 


aat 


gac 


1218 


117 


Lys 


Thr 


Glv 


Lys 


Glu 


Met 


Phe 


Thr 


Val 


Ala 


Glu 


Tvr 
j 


Tro 


Gin 


Asn 


Asp 




118 










255 










260 










265 






120 


ttg 


ggc 


gcg 


ctg 


gaa 


aac 


tat 


ttg 


aac 


aaa 


aca 


aat 


ttt 


aat 


cat 


tea 


1266 


121 


Leu 


Gly 


Ala 


Leu 


Glu 


Asn 


Tyr 


Leu 


Asn 


Lys 


Thr 


Asn 


Phe 


Asn 


His 


Ser 




122 








270 










275 










280 








124 


gtg 


ttt 


gac 


gtg 


ccg 


ctt 


cat 


tat 


cag 


ttc 


cat 


get 


gca 


teg 


aca 


cag 


1314 


125 


Val 


Phe 


Asp 


Val 


Pro 


Leu 


His 


Tyr 


Gin 


Phe 


His 


Ala 


Ala 


Ser 


Thr 


Gin 




126 






285 










290 










295 










128 


gga 


ggc 


ggc 


tat 


gat 


atg 


agg 


aaa 


ttg 


ctg 


aac 


ggt 


acg 


gtc 


gtt 


tec 


1362 


129 


Gly 


Gly 


Gly 


Tyr 


Asp 


Met 


Arg 


Lys 


Leu 


Leu 


Asn 


Gly 


Thr 


Val 


Val 


Ser 




130 




300 










305 










310 












132 


aag 


cat 


ccg 


ttg 


aaa 


teg 


gtt 


aca 


ttt 


gtc 


gat 


aac 


cat 


gat 


aca 


cag 


1410 


133 


Lys 


His 


Pro 


Leu 


Lys 


Ser 


Val 


Thr 


Phe 


Val 


Asp 


Asn 


His 


Asp 


Thr 


Gin 
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1 "3A 


■31 t; 
jIj 










O £i U 










1?S 










im 




136 


ccg 


yyy 


caa 


ut_y 


ctt 


yay 


t r rr 
uuy 


act 


nt r 
y Lt 


caa 


aca 


tan 
i_yy 


ttt 


aag 


ccg 


ctt 


1458 


1 17 
J. o / 


Pro 




D -LI1 


Cor 


Leu 


m n 


Oci 


X IlX 


Va 1 
v a x 


m n 
bin 


T 1 Vi r* 
X 11X 


Trn 

irp 




Lys 


tr± \J 






JL O O 










us 










i An 










14 S 






140 


get 


tac 


yu l 


ttt 


att 


etc 


aca 


a CI CI 

a yy 


gaa 


tct 


yya 


tac 


cct 


cag 


att 
y il 


ttc 


1506 




a i ^ 

nld 


xyr 


t\±. d 


tr lit: 


lie 


Leu 


1 ill. 


Arg 


ox u 


Cat- 
OCX 


m v 


xyr 


rlvj 


Gin 


Val 


Phe 












i ^n 

J J \J 










j j j 


















144 


tac 


ggg 


gat 


atg 


tac 


ggg 




aaa 


gga 




tec 


cag 


cgc 


ga.a 


att 


cct 


1554 


1 A ^ 

Xfi J 


iyr 


oxy 


Asp 




Tyr 


m v 


T 1 Vl T* 

X 11X 


Lys 


uiy 


ASp 


Car 
OCX 


m n 

V7XI1 


Arg 


VjX Li 


Tip, 

x x tr 






1 A 






1 ^ 

JO J 










1 7fl 










17S 










148 


gCC 




aaa 


cac 


aaa 


att 


gaa 


ccg 


ate 


tta 


aaa 


fir n 
yoy 


aga 


aaa 


cag 


tat 


1602 


1 ytQ 
It J 


nld 


Leu 


Lys 


nx o 


Lys 


Tip 

x ic 


m ii 


r I U 


lie 


Leu 


Lys 


Ala 

nld 


Arg 


Lys 


Gin 


xyx 




J.JV 




q q n 

J O w 










1 ft R 










ion 












1 


yoy 


tar 


yya 


y v^d 


L>cty 


rat 
L*a i_ 


era t 
y a l. 


tat 


ttr 


rra r 
y ci v_- 


cac 


rat 


nap 


att 


rrt r 
y Lt 


yy<- 


1650 


l j J 


Ala 
Ala 


Tyr 


oiy 


Ala 


bin 


Hi c 
nlS 


Asp 


Tyr 


fne 


Asp 


nlS 


HIS 


Asp 


Tin 

i ie 


Val 


uiy 




1 *>A 
115 ft 


OQC 










Ann 










a n ^ 

ft U 3 










a i n 

ft xu 




1 Sfi 


tgg 


aca 


agg 


gaa 


ggc 


gac 


age 


teg 


ertt 


gca 


aat 


tea 


ggt 


ttg 


gcg 


y c-d 


X U J o 


1 ^7 


Trp 


i nx 


Arg 


ulU 


C 1 \7 

\jiy 


Asp 


Ser 


Ser 


Val 


Ala 


Asn 


Ser 


Gly 


Leu 


Ala 


Ala 




1 ^ft 










A 1 ^ 
413 










420 










425 






1 fin 


tta 


ata 


aca 


gac 


gga 


ccc 


ggt 


ggg 


gca 


aag 


cga 


atg 


tat 


gtc 


ggc 


egg 


1 74 fi 

X / *i O 


1 £ 1 
101 


Leu 


He 


Thr 


Asp 


Gly 


Pro 


Gly 


Gly 


Ala 


Lys 


Arg 


Met 


Tyr 


Val 


Gly 


Arg 




10Z 








430 










435 










440 








104 


caa 


aac 


gec 


ggt 


gag 


aca 


tgg 


cat 


gac 


att 


ace 


gga 


aac 


cgt 


teg 


gag 


1 7 Q A 
1 / :? ft 


10 J 


Gin 


Asn 


Ala 


Gly 


Glu 


Thr 


Trp 


His 


Asp 


He 


Thr 


Gly 


Asn 


Arg 


Ser 


rln 
VjIU 




100 






445 










450 










455 










1 £ft 

lOO 


ccg 


gtt 


gtc 


ate 


aat 


teg 


gaa 


ggc 


tgg 


gga 


gag 


ttt 


cac 


gta 


aac 


ggc 


1 ft A 9 
X O ft z 


i o y 


Pro 


Val 


Val 


He 


Asn 


Ser 


Glu 


Gly 


Trp 


Gly 


Glu 


Phe 


His 


Val 


Asn 


oiy 




1 / u 




460 










465 










470 












1 7 O 


ggg 


teg 


gtt 


tea 


att 


tat 


gtt 


caa 


aga 


tagaagagca gagaggaegg 




1 ft ft Q 

loo? 


171 

X / J 


Gly 


Ser 


Val 


Ser 


He 


Tyr 


Val 


Gin 


Arg 


















1/4 


475 










480 
























i 7C 
1/0 


atttcctgaa ggaaatccgt ttttttattt t 
















±y ZKJ 


1 70 
I/O 


<210> SEQ ID 


NO: 


2 


























i / y 


<211> LENGTH: 


: 512 


























1 Q fi 
lot) 


<212> TYPE: PRT 




























1 ft 1 


<213> ORGANISM: B. lichenif ormis 




















lo J 


<400> SEQUENCE: 1 




























184 


Met 


Lys 


Gin 


Gin 


Lys 


Arg 


Leu 


Tyr 


Ala 


Arg 


Leu 


Leu 


Thr 


Leu 


Leu 


Phe 




185 


1 








5 










10 










15 






186 


Ala 


Leu 


He 


Phe 


Leu 


Leu 


Pro 


His 


Ser 


Ala 


Ala 


Ala 


Ala 


Ala 


Asn 


Leu 




187 








20 










25 










30 








188 


Asn 


Gly 


Thr 


Leu 


Met 


Gin 


Tyr 


Phe 


Glu 


Trp 


Tyr 


Met 


Pro 


Asn 


Asp Gly 




189 






35 










40 










45 










190 


Gin 


His 


Trp 


Arg 


Arg 


Leu 


Gin 


Asn 


Asp 


Ser 


Ala 


Tyr 


Leu 


Ala 


Glu 


His 




191 




50 










55 










60 












192 


Gly 


He 


Thr 


Ala 


Val 


Trp 


He 


Pro 


Pro 


Ala 


Tyr 


Lys 


Gly 


Thr 


Ser 


Gin 




193 


65 










70 










75 










80 




194 


Ala 


Asp 


Val 


Gly 


Tyr 


Gly 


Ala 


Tyr 


Asp 


Leu 


Tyr 


Asp 


Leu Gly 


Glu 


Phe 




195 










85 










90 










95 
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196 


His 


Gin 


Lys 


Gly 


Thr 


Val 


Arg 


Thr 


Lys 


Tyr 


Gly 


Thr 


Lys 


Gly 


Glu 


Leu 


197 








100 










105 










110 






198 


Gin 


Ser 


Ala 


He 


Lys 


Ser 


Leu 


His 


Ser 


Arg 


Asp 


He 


Asn 


Val 


Tyr 


Gly 


199 






115 










120 










125 








200 


Asp 


Val 


Val 


He 


Asn 


His 


Lys 


Gly 


Gly 


Ala 


Asp 


Ala 


Thr 


Glu 


Asp 


Val 


201 




130 










135 










140 










202 


Thr 


Ala 


Val 


Glu 


Val 


Asp 


Pro 


Ala 


Asp 


Arg 


Asn 


Arg 


Val 


He 


Ser 


Gly 


203 


145 










150 










155 










160 


204 


Glu 


His 


Leu 


He 


Lys 


Ala 


Trp 


Thr 


His 


Phe 


His 


Phe 


Pro 


Gly 


Arg 


Gly 


205 










165 










170 










175 




206 


Ser 


Thr 


Tyr 


Ser 


Asp 


Phe 


Lys 


Tro 

tr 


His 


TrD 

tr 


Tvr 


His 


Phe 


Asp 


Gly 


Thr 


207 








180 










185 










190 






208 


Asp 


Trp 

tr 


Asp 


Glu 


Ser 


Arcr 


Lys 


Leu 


Asn 


Arcr 


He 


Tvr 


Lys 


Phe 


Gin 


Glv 


209 






195 










200 










205 








210 


Lys 


Ala 


TrD 

tr 


Asp 


Tro 

tr 


Glu 


Val 


Ser 


Asn 


Glu 


Asn 


Glv 


Asn 


Tvr 
j 


Asp 


Tvr 


211 




210 










215 










220 










212 


Leu 


Met 


Tvr 


Ala 


Asp 


He 


Asp 


Tvr 


Asp 


His 


Pro 


Asp 


Val 


Ala 


Ala 


Glu 


213 


225 










230 










235 










240 


214 


lie 


Lys 


Arcr 


TrD 

tr 


Glv 


Thr 


Tro 


Tvr 


Ala 


Asn 


Glu 


Leu 


Gin 


Leu 


Asp 


Glv 


215 










245 










250 










255 




216 


Phe 


Arcr 


Leu 


Asp 


Ala 


Val 


Lys 


His 


He 


Lys 


Phe 


Ser 


Phe 


Leu 


Arcr 


Asp 


217 








260 










265 










270 






218 


Tro 


Val 


Asn 


His 


Val 


Arg 


Glu 


Lys 


Thr 


Glv 


Lys 


Glu 


Met 


Phe 


Thr 


Val 


219 






275 










280 










285 








220 


Ala 


Glu 


Tyr 


Trp 


Gin 


Asn 


Asp 


Leu 


Gly 


Ala 


Leu 


Glu 


Asn 


Tyr 


Leu 


Asn 


221 




290 










295 










300 










222 


Lys 


Thr 


Asn 


Phe 


Asn 


His 


Ser 


Val 


Phe 


Asp 


Val 


Pro 


Leu 


His 


Tvr 


Gin 


223 


305 










310 










315 










320 


224 


Phe 


His 


Ala 


Ala 


Ser 


Thr 


Gin 


Gly 


Gly 


Gly 


Tyr 


Asp 


Met 


Arcr 


Lys 


Leu 


225 










325 










330 










335 




226 


Leu 


Asn 


Gly 


Thr 


Val 


Val 


Ser 


Lys 


His 


Pro 


Leu 


Lvs 


Ser 


Val 


Thr 


Phe 


227 








340 










345 










350 






228 


Val 


Asp 


Asn 


His 


Asp 


Thr 


Gin 


Pro 


Glv 


Gin 


Ser 


Leu 


Glu 


Ser 


Thr 


Val 


229 






355 










360 










365 








230 


Gin 


Thr 


Trp 

tr 


Phe 


Lys 


Pro 


Leu 


Ala 


Tyr 


Ala 


Phe 


He 


Leu 


Thr 


Arcr 


Glu 


231 




370 










375 










380 










232 


Ser 


Gly 


Tyr 


Pro 


Gin 


Val 


Phe 


Tyr 


Gly 


Asp 


Met 


Tyr 


Gly 


Thr 


Lys 


Gly 


233 


385 










390 










395 










400 


234 


Asp 


Ser 


Gin 


Arg 


Glu 


He 


Pro 


Ala 


Leu 


L ys 


His 


Lys 


lie 


Glu 


Pro 


He 


235 










405 










410 










415 




236 


Leu 


Lys 


Ala 


Arg 


Lys 


Gin 


Tyr 


Ala 


Tyr 


Gly 


Ala 


Gin 


His 


Asp 


Tyr 


Phe 


237 








420 










425 










430 






238 


Asp 


His 


His 


Asp 


He 


Val 


Gly 


Trp 


Thr 


Arg 


Glu 


Gly 


Asp 


Ser 


Ser 


Val 


239 






435 










440 










445 








240 


Ala 


Asn 


Ser 


Gly 


Leu 


Ala 


Ala 


Leu 


He 


Thr 


Asp 


Gly 


Pro 


Gly 


Gly 


Ala 


241 




450 










455 










460 










242 


Lys 


Arg 


Met 


Tyr 


Val 


Gly 


Arg 


Gin 


Asn 


Ala 


Gly 


Glu 


Thr 


Trp 


His 


Asp 


243 


465 










470 










475 










480 


244 


He 


Thr Gly Asn 


Arg 


Ser 


Glu 


Pro 


Val 


Val 


He 


Asn 


Ser 


Glu 


Gly 


Trp 
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245 








485 








490 










495 






246 


Gly 


Glu 


Phe 


His Val 


Asn 


Gly 


Gly 


Ser Val 


Ser 


He 


Tvr 


Val 


Gin 


Ara 




247 








500 








505 








510 








249 


<210> SEQ ID 


NO: 3 
























250 


<211> LENGTH 


: 2084 
























251 


<212> TYPE: 


DNA 
























252 


<213> ORGANISM: B. amyloliquef aciens 
















254 


<220> FEATURE: 
























255 


<221> NAME/KEY: CDS 
























256 


<222> LOCATION: (250)... 


(1791) 


















258 


<221> NAME/KEY: mat_peptide 




















259 


<222> LOCATION: (343)... 


(1791) 


















261 


<221> NAME/KEY: sig_peptide 




















262 


<222> LOCATION: (250)... 


(342) 


















264 


<400> SEQUENCE: 3 
























265 


gccccgcaca 


tacgaaaaga ctggctgaaa acattgagee 


tttgatgact 


gatgatttgg 


60 


266 


ctgaagaagt 


ggatcgattg tttgagaaaa gaagaagacc 


ataaaaatac 


cttgtctgtc 


120 


267 


atcagacagg 


gtatttttta tgctgtccag actgtccgct 


gtgtaaaaat 


aaggaataaa 


180 


268 


ggggggttgt 


tattatttta ctgatatgta aaatataatt 


tgtataagaa 


aatgagaggg 


240 


269 


agaggaaac atg att caa aaa cga aag egg aca gtt teg ttc aga ctt gtg 


291 


270 






Met He Gin Lys Arg Lys Arg Thr Val Ser Phe Arg Leu Val 




271 








-30 








-25 










20 






273 


ctt 


atg 


tgc 


acg ctg 


tta 


ttt 


gtc 


agt ttg 


ccg 


att 


aca 


aaa 


aca 


tea 


339 


274 


Leu 


Met 


Cys 


Thr Leu 


Leu 


Phe 


Val 


Ser Leu 


Pro 


He 


Thr 


Lys 


Thr 


Ser 




275 






-15 








-10 








-5 










277 


gee 


gta 


aat 


ggc acg 


ctg 


atg 


cag 


tat ttt 


gaa 


tgg 


tat 


acg 


ccg 


aac 


387 


278 


Ala 


Val 


Asn 


Gly Thr 


Leu 


Met 


Gin 


Tyr Phe 


Glu 


Trp 


Tyr 


Thr 


Pro 


Asn 




279 




1 






5 








10 










15 




281 


gac 


ggc 


cag 


cat tgg 


aaa 


cga 


ttg 


cag aat 


gat 


gcg 


gaa 


cat 


tta 


teg 


435 


282 


Asp 


Gly 


Gin 


His Trp 


Lys 


Arg 


Leu 


Gin Asn 


Asp 


Ala 


Glu 


His 


Leu 


Ser 




283 








20 








25 










30 






285 


gat 


ate 


gga 


ate act 


gec 


gtc 


tgg 


att cct 


ccc 


gca 


tac 


aaa 


gga 


ttg 


483 


286 


Asp 


He 


Gly 


He Thr 


Ala 


Val 


Trp 


lie Pro 


Pro 


Ala 


Tyr 


Lys 


Gly 


Leu 




287 








35 








40 








45 








289 


age 


caa 


tec 


gat aac 


gga 


tac 


gga 


cct tat 


gat 


ttg 


tat 


gat 


tta 


gga 


531 


290 


Ser 


Gin 


Ser 


Asp Asn 


Gly 


Tyr 


Gly 


Pro Tyr 


Asp 


Leu 


Tyr 


Asp 


Leu 


Gly 




291 






50 








55 








60 










293 


gaa 


ttc 


cag 


caa aaa 


ggg 


acg 


gtc 


aga acg 


aaa 


tac 


ggc 


aca 


aaa 


tea 


579 


294 


Glu 


Phe 


Gin 


Gin Lys 


Gly 


Thr 


Val 


Arg Thr 


Lys 


Tyr 


Gly 


Thr 


Lys 


Ser 




295 




65 








70 








75 












297 


gag 


ctt 


caa 


gat gcg 


ate 


ggc 


tea 


ctg cat 


tec 


egg 


aac 


gtc 


caa 


gta 


627 


298 


Glu 


Leu 


Gin 


Asp Ala 


He 


Gly 


Ser 


Leu His 


Ser 


Arg 


Asn 


Val 


Gin 


Val 




299 


80 








85 








90 










95 




301 


tac 


gga 


gat 


gtg gtt 


ttg 


aat 


cat 


aag get 


ggt 


get 


gat 


gca 


aca 


gaa 


675 


302 


Tyr 


Gly 


Asp 


Val Val 


Leu 


Asn 


His 


Lys Ala 


Gly 


Ala 


Asp 


Ala 


Thr 


Glu 




303 








100 








105 










110 






305 


gat 


gta 


act 


gec gtc 


gaa 


gtc 


aat 


ccg gee 


aat 


aga 


aat 


cag 


gaa 


act 


723 


306 


Asp 


Val 


Thr 


Ala Val 


Glu 


Val 


Asn 


Pro Ala 


Asn 


Arg 


Asn 


Gin 


Glu 


Thr 




307 








115 








120 








125 
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